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Transmembrane region 2 
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Irgb10 MEKIFAVTGGFVAT-GLYFRK--------SYYMQNYFLDTVTED!
Irgb2  IEYISCVTGGPLAS-GLYFRK--------TYYWQSLFIDTVASD!
Irgb6  IKHISSVTGGPVAA-VTYYRM--------AYYLQNLFLDTAAND!
Irga3  VEKFASANGGLLAA-GLYFRK--------TYYLQFHFLDTVAED!
Irga4  -KKLVSTFGRLLAV-GLYFPA--------IYYLQLHILDTVTED!
Irga6  IQEFCLANGYLLPK-NSFLKE--------IFYLKYYFLDMVTED!
Irga7  LEKFETATGGLLAV-GLYFRK--------TYYLQLHFLDTVTED!
Irga8  VEKFASASGGPLAT-GLYFRK--------TYYLQFHFLETVAED!
Irgc   FERGIPVFGTLVAG-GISFGT--------VYTMLQGCLNEMAED!
Irgd   AEAFCAVKGGPESS-AFQALK--------VYYRRTQFLNIVVDD!
Irga2  NQEFCLANGYLLPK-NH-CRE--------ILYLKLYFLDMVTED!
Irgm1  VNAFFRLLRFLPCVCCCLRR----------LRHK-RMLFLVAQD!
Irgm3  VNKFLRVLESSWWY-GLWNVVTRYF----RHQRHKLVIEIVAEN!
Irgm2  LARLYRTGTRVGSI-GFDYMKCCFSSHHSRCKQQKDILDETAAK!
Irgb5  --KLL------KYI-GNPYFSK-------VFHLQNYFIDTVASD!

Irgb10  QTIWLEALKAGASATIPMMSFFND-DIEEFEKILSHYRACF!
Irga2   -WKTWLEGFADGL-----LSFFLESDLETLEKSMKFYRTVF!
Irga3   -YIWLQAMKDGLLATVPVVGILKDLDKERLKKRLDYYRDLF!
Irga4   -FIWLEAFKIGVVAIFPVLGNLRNKDMKKIKNTLNYYQKIF!
Irga6   -RIWLEGFAADLVNIIPSLTFLLDSDLETLKKSMKFYRTVF!
Irga7   -IVWLEAFNVGLLANFPVTGILSDNDVKKLEKSLNYYRKIF!
Irga8   -YIWLQAMKDGLLATVPVVGILKDLDKERLKRSLDYYRDLF!
Irgb5   QKVWKESTMPRAWATIPSLGLTQK-DMEMLQQTLNDYRSSF!
Irgb2   QKIWLEALKAGVWATIPLGGLVRD-KMQKLEETLNLYRSYF!
Irgb6   QKVFLEAMKAGALATIPLGGMISD-ILENLDETFNLYRSYF!
Irgc    -QVLKTALVSGVIQALPVPGLAAAYDDALLIRSLRGYHRSF!
Irgd    -KIWLEALKSAAVSFIPFMTFFKGFDLPEQEQCLKDYRSYF!
Irgm1   QRIANESLKNS--------LGVRD-DDNMGE-CLKVYRLIF!
Irgm2   KSIDEDNL---------HTDFGIS-DPGNAIEIRKAFQKTF!
Irgm3   DQMLMKDLE--------AAVSSED-DTANLERGLQTYQKLF!
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Site 1 Site 2 
Myristoylation motif 

Irgb10 GQSSSK  GAGKST!
Irgb5  GQTSSS  GAGKSS!
Irgb2  GQTSSS  GTGKSS!
Irga6  GQLFSS  GSGKSS!
Irga2  GQLFSS  GSGKSR!
Irga8  GQLFSK  GAGKSS !
Irga3  GQLFSH  GAGKSS!
Irga4  GQLLSD  GAGKSS!

Site 1 Site 2 
Myristoylation motif 

Irgb6  GQSSSK  GAGKST!
Irga7  DQLLSD  GVGKSS!
Irgc   ATSRLP  GAGKSS!
Irgd   DQFISA  GTGKSS!
Irgm1  KPSHSS  GNGMSS!
Irgm2  EEAVES  GNGMSS!
Irgm3  ANYLKR  GNGMSS!


